Transgenic WAA with PPR782a (TO0)

o

<C
(k) = =12 3456 78 910111213
f‘g:» -

T S el Lkl Ll

9 —
pa = AL LT IR L] ]

Figure S5
Northern blot analysis of cox? and atp9.

RNA was isolated from leaf blades of a CMS line (WAA), a fertility restorer line (WAR),
and transgenic WAA plants with PPR782a. Staining of ribosomal RNA is shown as a loading control.



